Identification of adaptable and stable genotypes is an important aspect of applied crop breeding which can insure sustainable crop production. Adaptability studies in tomato is an essential part of breeding for adequate evaluation of genotypes accomplished through environments (years/locations). A set of forty tomato accessions of diverse origin were tested at Swabi and Haripur locations to assess their performance. The experiment was carried out in randomized complete block design with three replications. Data were recorded on 50% flowering, days to fruiting and yield per hectare. Genotype (G), environment (E) and GEI share in total sum of squares were also studied. Significant (p≤0.01) differences were observed among the accessions, environments (locations) and G × E interaction means for majority traits, which assured greater genetic variability among the accessions due to their divergent genetic make-up, as well as environments. On average, the accessions showed best performance in Swabi location than Haripur for yield and duration parameters. Overall, the promising accessions could be further explored for improvement in tomato fruit yield.
Introduction
Tomato (Solanum lycopersicum Mill.) is relatively a new addition to the world food crops, used in various forms both fresh and processed. Although tomato does not rank high in terms of caloric value, by virtue of volume consumed in its various forms such as cooked, salad, soup, preserves, pickles, ketchup sauces and many other products, it contributes substantially to dietary intake of vitamin A, B, C and essential minerals [1]. Tomato being a tender perennial crop, it is susceptible to both frost as well as high temperature, and thus it is grown under varying environmental conditions. Since 1961, tomato production in the world has increased 291%, and during the year 2002 production reached 108 million metric tons. . After getting the significant variations among genotypes performance for various parameters, the means for each trait were further separated and compared by using the least significant difference (LSD) test at 5% level of probability.
Results and discussion
Pooled analysis of variance across two locations revealed significant (p<0.01) differences among genotypes, environment and genotype × environment interaction for days to 50% flowering and yield per hectare; however environment and genotype × environment interaction was non-significant for days to fruiting (Table 2) .Similar results were out lined by Panthee et al. [7] . (CLN-222) , respectively. Fruit yield is the final products of various characters and here it was considered to be the resultant variable while the rest of the variables were casual variables. Each character influence fruit yield by its direct and indirect contributions with other characters. An aggregate residual factor that includes all other factors affecting fruit yield and not yet accounted was treated as independent of the rest of factors considered. Conclusions Based on two-location studies, it was concluded that environments in combination with genotypes play principal role in phenotypic manifestation of the various traits followed by G × E interaction. Overall, accession Sahel followed by STM-3 and AVR-321 showed best performance and found more adaptive to the existing environmental conditions of Swabi. These accessions could be grown for improvement in fruit yield of tomato. 
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